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Appendix Figure 3. Histograms compare 43 avian allele A viruses and 306 human viruses (A and
C), and 52 avian allele B viruses and 306 human viruses (B and D), based on their NS1 and NS2
genomic segments. Vertical axis shows the count for pairs of sequences with specific percent
identity (rounded to integer). Red bars represent frequencies for ‘homo’ pairs — sequences of the
same host species (human to human, or avian to avian); blue bars represent frequencies for
‘hetero’ pairs — pairs that cross host species (human to avian, or avian to human).
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